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1. JFrI st

o We present XXX, a novel visualization technique designed for scalable detailed analysis of
neuronal connectivity at the nanoscale level. + FEARKE S+ 0 52 B 20 A il . 4%
JE R 5, A RERPRE . FATW TRMTTER . + We describe and
analyze the design of NeuroLines based on two real-world use-cases of our collaborators in
developmental neuroscience, and investigate its scalability to large-scale neuronal
connectivity data. [NeuroLines][DAViewer]

2. Ht)a Kk (design study 2 K I 1] Wl 2 5 52 8 &k U 22) -

o (IfIRICHENH) One bottleneck in large-scale genome sequencing projects is
reconstructing the full genome sequence from the short subsequences produced by current
technologies. (i) @i5CEE DI ) The final stages of the genome assembly process inevitably
require manual inspection of data inconsistencies and could be greatly aided by visualization.

(CARSCHEH ) This paper presents our design decisions in translating key data features
identified through discussions with analysts into a concise visual encoding. Current
visualization tools in this domain focus on local sequence errors making high-level inspection
of the assembly difficult if not impossible. We present a novel interactive graph display,
ABySS-Explorer + (casefl1i 1) Our tool replaces manual and in some cases pen-and-
paper based analysis tasks, and we discuss how user feedback was incorporated into iterative
design refinements. Finally, we touch on applications of this representation not initially

considered in our design phase, suggesting the generality of this encoding for DNA sequence
data. [ABySS-Explorer][MovEXxp]



o KREDEALIBHNINAHRL, FEHERAMN, A RITNEANREM I 4 F but have
very different forms and behavior because of the selective expression of subsets of their
genes. The widely used approach of measuring gene expression over time from a tissue
sample using techniques such as microarrays or sequencing do not provide information about
the spatial position within the tissue where these genes are expressed.
[MulteeSum][Visualization of Parameter Space for Image
Analysis][Entourage][BirdVis][Visualizing Network Traffic to Understand the Performance
of Massively Parallel Simulations]

3. HEakzh
o IR EHE XS SRS I R FE B AL FE S T A4 : The relationship between
candidates’ position on a ballot paper and vote rank is explored in the case of 5000 candidates

for the UK 2010 local government elections in the Greater London area. This design study
usesIX AN 77V Rk fUEE TN AN IS i) siR, BT A J5 2245 & SRR in) @ i B 77 15 ]
DU AT A BE /I 04T 4E55:  The visual approach proposed here can be applied to a wider
range of electoral data and the patterns identified and hypotheses derived from them could
have significant implications for the design of ballot papers and the conduct of fair elections.
[BallotMaps]
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LIERH IR RN DhRe AR TR R GREE 2%, MUBCRMELL 4D o BRITIE I SC
& AT 7T 7 ) S A fiR W i) 1e) 8L Ce.g., Until now, most of the effort has focused on developing novel
methods for highthroughput and high-resolution image acquisition [30], data registration [12],
segmentation [21, 24], synapse identification, and the reconstruction of connectivity [9, 43].) , ki

(AT %)) [Visualization of Parameter Space for Image Analysis] [DAViewer] 3255115 B . A SCHEH
T ARER TR R S E TR 25 . [NeuroLines][MulteeSum] [BallotMaps][Entourage] AR ft) 2, 4
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Background
TSR G2 FUBURF IR design study SCE ) Bk, R0 design HO & 2 AR AT ALY H R
ST IR i) S R B b i) 1) B, A A R AR I BOE R R SO ML B 448, TlkRiE
Je— AL B AR [MoVEXp] o BT EMEAE S — BT il B SR Boa 1, A Ert g
A B REEm . JFE LS W HE 2% 30k, [NeuroLines][ABySS-Explorer] A fg 48 2 {1
LA AT TG AT F .

Design task
1 FEHA (RrgRE, FER DR
o SrEEKY: BIE e/ AR ER R OCHR R R, SRS O SN B R R . 2 SRR Aok

W] /4545115 B .- The main objective of our collaborators is to quickly form, test, and accept
or reject new hypotheses regarding neuron connectivity. NeuroLines supports the overall
goals of neuroscientists to (a) (b). An example of (a) is... [NeuroLines]

We identified these tasks over several months of meetings with our domain scientists through

semistructured interviews and informal feedback sessions...... We have identified the following main

tasks 45 &L X IR LR EAES T, (5 MEEE:
o A[HAT B JESNE[NeuroLines] [MovEXp]
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o HIEUL4E J7 % [MulteeSum][Visualizing Network Traffic to Understand the Performance of
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IMPLEMENTATION AND EVALUATION
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